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AMENDMENTS TO THE CLAIMS 

1 , (Previously presented) An isolated hMOR-lBl splice variant polypeptide that consists 
essentially of the amino acid residues having the sequence of SEQ ID NO: 5 1 . 

2, (Previously presented) An isolated hMOR-IB2 splice variant polypeptide that consists 
essentially of the amino acid residues having the sequence of SEQ ID NO: 53. 

3, (Previously presented) An isolated hMOR-lB3 splice variant polypeptide that consists 
essentially of the amino acid residues having the sequence of SEQ ID NO: 55. 

4, (Previously presented) An isolated hMOR-lB4 splice variant polypeptide that consists 
essentially of the amino acid residues having the sequence of SEQ ID NO: 57. 

5, (Previously presented) An isolated hMOR-lB5 splice variant polypeptide that consists 
essentially of the amino acid residues having the sequence of SEQ ID NO: 59. 

6, (Previously presented) An isolated hMOR-1 Y splice variant polypeptide that consists 
essentially of the amino acid residues having the sequence of SEQ ID NO: 61. 

7, (Currently amended) The ^polypeptide selected from the group consisting of SEQ ID NOs: 

51 , 53, 55 ? 57, 59, and 61 a in which-4he said polypeptide comprises |s_a heterodimer[[ic]] or 
homodimer[[ic]] composition . 

8, (Currently amended) An isolated polynucleotide ^ an antisense polynucleotide that is fully 

compl e m e ntary th e reto, wherein th e -f elynuoleo ti d e-eefisiste consisting essentially of hMOR- 
1B1 [[,]] having the sequence of SEQ ID NO: 50 or a pol ynucleotide that is fully 
complementary thereto , 

9, (Currently amended) An isolated polynucleotidero^a^a ntisense poly n ucl e otid e 4hai4 &-fcHy 

ee mplementa s y thereto f w he r e in the polynucleotid e consists consisting essentially of hMOR- 
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1B2[[J] having the sequence of SEQ ID NO: 52 or a polyn ucleotide that is fully 
complementar y thereto . 

10. (Currently amended) An isolated polynucleotide , or an antis e nse polynucl e otide that is fully 
eempte m e ntary thereto, wherein the polynucleotide consists consisting essentially of hMOR- 
1B3[[J] having the sequence of SEQ ID NO: 54 or a polynucleotide that is folly 
complementary thereto . 

1 1 . (Currently amended) An isolated polynucleotide , or an antisense polynucleotide that is fully 
complementary thereto » wherein the polynucleotide consists consisting e ssentially of hMOR- 
1B4[[ ? ]] having the sequence of SEQ ID NO: 56 or a polynucleotide that is fully 
complementary thereto , 

12. (Currently amended) An isolated polynucleotide r o £ » an antis e n se ■ polynucl e otid e- feat4 s- fa% 
complementary therete r whe r ein4he -- p consisting essentially of hMOR- 
1B5[[J] having the sequence of SEQ ID NO: 58, 

1 3 . (Currently amended) An isolated polynucleotide ^ or an anti se nse polynu eleeti4e^feys-Mly 
eemple mentaiy ^ consisting essentially of hMOR- 
1 Y[[J] having the sequence of SEQ ID NO: 60 or a polynucleotide that is fully 
complementary thereto . 

14. (Currently amended) A method of screening compositions for opioid activity comprising the 
steps of: a) obtoinir^ - ft^e i ^el^ll^bat - do e s not express an MOR 1 splice variant 
polypeptid e ; b) obtaining a t e st cell that is th e same as the control cel l e xc e pt that it 
e xpresses an MOR- 1 splice-variant - polyp e ptide selected from the group con s i s ting of SEQ 
ID NOs: 51, 53, 55 r 5 - 7 r 59y and 61; c) contacting the control co H- and4 est acell comprising 
an MOR-1 splice variant poly pe ptide selected from the group consisting of SEP ID NOs: 51, 
53, 55, 57, 59, and 61with a composition in an amount of an opioid sufficient to exert a 
physiologic effect; [[d)]] b) separatel y contacting the cell with an opioid in an amount 
sufficient to exert a physiologic effect; c) measuring-the physiologic effect of the 
composition and the opioid on the control cell and tost cell , relative to their effects on a 
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control cell lacking the MOR-1 splice variant polypeptide ; and e) comparing the physiologic 
effect of the composition to the physiologic effect of the opioid , where determination of a 
physiologic effect of the composition is expressed relative to feat the physiologic effect of 
the opioid. 

15. (Original) The method according to claim 14, where the composition is selected from the 
group consisting of synthetic combinatorial libraries of small molecule ligands, eukaryotic 
whole cell lysates or extracts, or media conditioned by cultured eukaryotic cells. 

16. (Original) The method according to claim 14, where the opioid is selected from the group 
consisting of morphine, methadone, etorphine, levorphanol, fentanyl, sufentanil, 
[D™Ala2,MePhe4,Gly(ol)5]enkephalin, pentazocine, ethylketocyclazocine, bremazocine, 
spiradoline, [D~Ser2,Leu5]enkephalin-Thr6, Met-enkephalin, Leu-enkephalin, (3-endorphin, 
dynorphin A, dynorphin B, or a-neoendorphin. 

17. (Canceled) T h e metho4-aeGor - d i ng 4 o -e lai^n 14, where the physiological effect is m easured-by 
c hanges - in the levels of neuroendocrine h egmenesr 

18. (Original) The method according to claim 17, where the hormone is selected from the group 
consisting of prolactin, growth hormone, gonadotropin-releasing hormone, 
adrenocorticotropic corticotropin-releasing factor, luteinizing hormone, follicle stimulating 
hormone, testosterone or Cortisol 

19. (Currently amended) A method of screening compositions for opioid binding activity 
comprising the steps of: a) obtaining a control polypoptid(> 4 hftt4 s Ha^ t« ^QR - 4 -- 6pli ee 
varia flt - polypeptid e ; b) obtaining a test polypeptide that is QH - MQR-l -^ pMoe-varia f rt 
p olyp e ptid e sel ected from SEQ IDNQs: 51, 53, SS^STr g ^rer^ ' H^ contacting a 
composition with an MOR -1 splice variant polypeptide selected from the group consisting of 
SEP ID NOs: 51, 53, 55, 57, 59, and 61 control polyp o ptid e- and th e- t e st polyp e ptide; d) b) 
contacting the tes^ MOR-1 splice variant p olypeptide with a a - am e unt - ef an opioid sufficient 
to measur a bly bind the t e st polypeptid e ; o ) clmeasuring the binding of the composition and 
the opioid to said MOR-1 splice variant polypeptide: and d.[[f]]) comparing test MOR-1 
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splice variant p olypeptide binding of the composition to that of MOR-1 splice variant 
polypeptide binding to the opioid, where determination of binding of the composition is 
expressed relative to that of the opioid, 

20, (Original) The method according to claim 21 where the composition is selected from the 
group consisting of synthetic combinatorial libraries of small molecule ligands, eukaryotic 
whole cell lysates or extracts, or media conditioned by cultured eukaryotic cells. 

21 . (Withdrawn) A method for regulating morphine analgesia in a subject comprising altering 
the amount of MOR-1 splice variant activity by: a) administering antigen binding fragments 
to a subject in an amount and a duration sufficient to regulate morphine analgesia; or b) 
administering agonists to a subject in an amount and a duration sufficient to regulate 
morphine analgesia; or c) administering antagonists to a subject in an amount and a duration 
sufficient to regulate morphine analgesia; or d) administering small molecule ligands to a 
subject in an amount and a duration sufficient to regulate morphine analgesia; or e) 
administering an antisense nucleic acid corresponding to a nucleic acid encoding a 
polypeptide selected from the group consisting of SEQ ID NOs: 51, 53, 55, 57, 59, and 61 or 
a polypeptide fragment thereof or a polypeptide fragment thereof retaining MOR-1 opioid- 
binding activity, to a subject in an amount and a duration sufficient to regulate morphine 
analgesia; and wherein the antigen binding fragment, agonist, antagonist small molecule 
ligand or antisense nucleic acid is directed to an MOR-1 splice variant selected from the 
group consisting of SEQ ID NOs: 51, 53, 55, 57, 59, and 61. 
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